BERXREYIH A /Beyotime Biotechnology
JTER 4% 400-16833013%800-8283301
1] £Ze-mail: order@beyotime.com
R ARE18: info@beyotime.com
WI3E: http://www.beyotime.com

" @R = % % k
“7 " Beyotime

ZBTB7A Knockout HEK293T Trizol Lysate

Lt k] 77 i A4 R B
L11329 ZBTB7A Knockout HEK293T Trizol Lysate 500ul
P
» ZBTB7A Knockout HEK293T Trizol Lysate (ZBTB7A % K] i i HEK 293 T 4H ifd Trizol 2 fift ¥ ) 2 i# ik [R] Bf 1K Cas9  H 2

A\

sgRNAFlpuromycinfi A, FESZIL T H B2E K CRISPRA KR I 2 v HEK 293 TZ4H Hi i Trizol AR . ZAH M+ H 1) 2E R 1
R A TTENE ISR IE . A7 ot o] HT3% B BOJE R R B J5 (S 5 1B R AR CRNA R IA I 7T

A Trizol 2R IR T 7] [ ik Cas9.  H 13 Kl sgRNA Flpuromycindi 14 FE K 1) 18955 55 B Y HEK 293 T4H i 3+ 22 i puromycin i
I JE ARSI 22 e FEHEK 293 TAM A . 1l 2% 12 40 M () A A8 03 25 (10 22k IR 71 Fp O i TS BB S % K L.

U6 sgRNA EFS  SpCas9 Flag P2APuro
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A Trizol 4 fif i T S B0 I, %8 45 [R) B 328 I DI AT 4] 8L 1) 11 % B 41 Jfd Trizol 24 f# ¥ Control Knockout HEK293T Trizol Lysate
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B R A AL T-CRISPR/Cas94 A ZBTB7 A K i b4 (1) 5 R(L 11325 pLenti-ZBTB7A-sgRNA). 1275 2¢(L11326 ZBTB7A
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human ZBTB7A 51341 BCI113511 NM_015898
About the gene

Official Symbol ZBTB7A

Previous Symbol ZBTB7

Official Full Name | zinc finger and BTB domain containing 7A

Synonyms FBI-1; LRF; DKFZp5470146; pokemon; ZNF857A
Location 19p13.3

Gene Type protein-coding gene

Uniprot ID 095365

Pathway/Library Ubiquitin Ligases Genes Library

Transcription factor that represses the transcription of a wide range of genes involved in cell proliferation
and differentiation (PubMed:14701838, PubMed:17595526, PubMed:20812024, PubMed:25514493,
PubMed:26455326, PubMed:26816381). Directly and specifically binds to the consensus sequence
5'-GACCCCCCCCC-3' and represses transcription both by regulating the organization of chromatin and
Gene Summary through the direct recruitment of transcription factors to gene regulatory regions (PubMed:12004059,
PubMed:17595526, PubMed:20812024, PubMed:25514493, PubMed:26816381). Negatively regulates
SMAD4 transcriptional activity in the TGF-beta signaling pathway through these two mechanisms
(PubMed:25514493). That is, recruits the chromatin regulator HDACI to the SMAD4-DNA complex and
in parallel prevents the recruitment of the transcriptional activators CREBBP and EP300




(PubMed:25514493). Collaborates with transcription factors like RELA to modify the accessibility of
gene transcription regulatory regions to secondary transcription factors (By similarity). Also directly
interacts with transcription factors like SP1 to prevent their binding to DNA (PubMed:12004059).
Functions as an androgen receptor/AR transcriptional corepressor by recruiting NCOR1 and NCOR?2 to
the androgen response elements/ARE on target genes (PubMed:20812024). Thereby, negatively regulates
androgen receptor signaling and androgen-induced cell proliferation (PubMed:20812024). Involved in the
switch between fetal and adult globin expression during erythroid cells maturation (PubMed:26816381).
Through its interaction with the NuRD complex regulates chromatin at the fetal globin genes to repress
their transcription (PubMed:26816381). Specifically represses the transcription of the tumor suppressor
ARF isoform from the CDKN2A gene (By similarity). Efficiently abrogates E2F1-dependent CDKN2A
transactivation (By similarity). Regulates chondrogenesis through the transcriptional repression of specific
genes via a mechanism that also requires histone deacetylation (By similarity). Regulates cell proliferation
through the transcriptional regulation of genes involved in glycolysis (PubMed:26455326). Involved in
adipogenesis through the regulation of genes involved in adipocyte differentiation (PubMed:14701838).
Plays a key role in the differentiation of lymphoid progenitors into B and T lineages (By similarity).
Promotes differentiation towards the B lineage by inhibiting the T-cell instructive Notch signaling
pathway through the specific transcriptional repression of Notch downstream target genes (By similarity).
Also regulates osteoclast differentiation (By similarity). May also play a role, independently of its
transcriptional activity, in double-strand break repair via classical non-homologous end joining/cNHEJ
(By similarity). Recruited to double-strand break sites on damage DNA, interacts with the
DNA-dependent protein kinase complex and directly regulates its stability and activity in DNA repair (By
similarity). May also modulate the splicing activity of KHDRBS1 toward BCL2L1 in a mechanism which
is histone deacetylase-dependent and thereby negatively regulates the pro-apoptotic effect of KHDRBS1

(PubMed:24514149). ZBT7A_HUMAN, 095365
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L00031 Control Knockout HEK293T Trizol Lysate 500ul
L00033 GFP Knockout HEK293T Trizol Lysate 500ul
D7166 BeyoRT™ cDNA £ — 44 it i 71 & (RNase H-) 101X
D7168 BeyoRT™ II cDNA % — & il f| & (RNase H-) 20/100/5007%
D7170 BeyoRT™ II cDNA % i 7 & (with gDNA Eraser) 20/100/5007%
D7178 BeyoRT™ III cDNA 5 — 5 £ il 771 & 20/100/5007%
BeyoRT™ IIT cDNA & IR & ,
D7180 eyo (with gDIf] AI\IEZ;fe‘:)W 20/100/5007%
D7182 BeyoRT™ IIT cDNA £ — 5 IR L (5X) 20/100/5007%
BeyoRT™ III cDNA & il R (5X ,
D7185 4 (with @DNA EZeraser) (%) 20/100/5007%
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D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
BeyoFast™ SYBR Green qPCR Mix
D7262 Y el Ox)q 1/5/25ml
BeyoFast™ SYBR Green qPCR Mix
D7265 eyorast (Z)S(’ HighGRegX;l ¢ 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500¢%
D7271 BeyoFast™ Probe qPCR Mix (2X) 1/5/25ml
D7272 BeyoFast™ Probe qPCR Mix (2X, Low ROX) 1/5/25ml
D7273 BeyoFast™ Probe qPCR Mix (2X, High ROX) 1/5/25ml
D7277 BeyoFast™ Probe One-Step qRT-PCR Kit 100/500%
ROO11 Beyozol (ARNAFH A7) 100ml
R0O016 Trizol (A RNAHIZAF]) 100ml
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